
LOCUS AF035526 2344 bp mRNA ROD 14-AUG-2000 

DEFINITION Mus musculus kanadaptin mRNA, complete cds , 

ACCESSION AF035526 

VERSION AF035526.1 GI:2661089 

KEYWORDS 

SOURCE house mouse. 

ORGANISM Mus musculus 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Rodentia; Sciurognathi ; Muridae; Murinae; Mus. 
REFERENCE 1 (bases 1 to 2344) 

AUTHORS Chen, J. , Vi j ayakumar , S . , Li,X. and Al-Awqati,Q. 

TITLE Kanadaptin is a protein that interacts with the kidney but not the 

erythroid form of band 3 
JOURNAL J. Biol. Chem. 273 (2), 1038-1043 (1998) 
MEDLINE 98086280 
PUBMED 9422766 
REFERENCE 2 (bases 1 to 2344) 

AUTHORS Chen, J., Li,X., Vij ayakumar, S . and Al-Awqati, Q. 
TITLE Direct Submission 

JOURNAL Submitted ( 21-NOV-1997 ) Medicine, Columbia University, 630W 168th 
Street, New York, NY 10032, USA 
FEATURES Location/Qualifiers 
source 1 . .234 4 

/organism="Mus musculus" 
/db_xref="taxon: 10090" 
/tissue_type=" kidney" 
CDS 535.. 2058 

/codon__start=l 
/product=" kanadaptin" 
/protein_id="AAB88 191.1" 
/db_xref="GI : 2661090" 

/translation="MRFGGSTRLFILQGPEEDREAESELTVTQLKELRKQQQILLEKK 
MLGEDSDEEEEANTTEGKSSRSGQDDELGCTWGMGEDAVEDEAEENPIALDFQQDREA 
FYIKDPKKALQGFFDREGEELEYEFDEQGHSTWLCRVRLPVDDSTGKQLVAEAIHSGK 
KKEAMVQCSLEACRVLDTLGLLRQEAVSRKRKAKNWEDEDFYDSDDDTFLDRTGLVEK 
KRLNRMKKAGKLDEKPETFESLVAKLNDAERELAEISERLKASSKVLSEPSSQDSLDA 
FMSEMKSGSTLDGVSRKKLHLRTFELRKEQQRLKGLIKLVKPAEIPELKKTELQTTNA 
ENKTKKLALPLFGAMKGGSKFKLKTGTVGKLPPKRPELPPALMQMKDEPEVEEEEEEE 
EEEEEKVKEEHEERVEDGGVRLLQEPELELEAAVEHPSAPSEPSCSKETKSHAAPANE 
YKQDRDEPKKKKSPGPGKFPPILSSKYREDDPDYCIWVPREGQSGDGRTHLNDKYGY" 

BASE COUNT 715 a 505 c 639 g 485 t 

ORIGIN 

1 gagctccacc gcggtggcgg ccgcccgggc aggtggctga 
61 cgccagctcc ccaggaagtc agtagcgagt ttaagaagcc 

121 cagtacgggg taaggctccg gcctccagtc cctccgtttc 

181 gtctcgcggc gcagctggac tcctccgtac cgagagccat 

241 gccccctaca gtctcgaaac cctgaagggt ggcaccatcc 

301 gacacgagct gctgcttttt cgggagactt gctagttgtg 

361 tccgtgtctc ggtaccatgc tgtactacag caccgggggg 

421 gagggtcatg agcagggctt ttatctctac gatctgggaa 

481 aacaaaactc gcatcccacc ccgcacttac tgtagagtcc 

541 tttggaggca gcactcggct ctttatcctt cagggaccag 

601 tctgaattaa cagtaacaca gttgaaggaa ttgcgtaaac 

661 aagaagatgt taggtgaaga ctcagatgaa gaagaagaag 

721 agcagtagaa gtggtcaaga tgatgagctg ggctgcacgt 

781 gtggaggatg aagctgaaga gaaccccatt gccttagatt 

841 ttttatataa aggatccaaa gaaggctctt caaggcttct 

901 ttagaatatg aatttgatga gcaaggacac agcacttggc 

961 gtagatgatt caactgggaa acagctggtg gctgaggcca 
1021 gaagcaatgg tacagtgctc gctggaagcc tgccgggtcc 
1081 cggcaggaag cagtatctcg gaaaaggaaa gccaagaact 
1141 gatagtgacg atgatacatt cctcgatcgg actggcctgg 
1201 cggatgaaga aggctgggaa gcttgatgag aagccagaaa 
1261 aagttaaatg atgccgaaag ggaactcgcc gaaatttctg 
1321 aaagttctgt cagagccatc atctcaggac tctttagatg 



tcctacccct 
ggttttacca 
tgaggatgtg 
cgtggggcag 
ttggcacccg 
acatatgtct 
cggatcccag 
gtacccacgg 
acgtcgggca 
aggaagaccg 
agcagcagat 
caaataccac 
ggggaatggg 
ttcagcagga 
ttgaccgaga 
tctgcagggt 
ttcactcagg 
ttgatacact 
gggaagatga 
tagagaagaa 
cttttgagtc 
aaaggctcaa 
cattcatgtc 



cagctagatg 
gtgccttccg 
aagaaagaat 
cccagccacg 
caccttgaaa 
ggagcatcct 
cggagactct 
cacgttcctc 
tgtaatgcgc 
agaggcagaa 
attattggag 
tgaagggaag 
agaagatgct 
ccgggaagcg 
aggagaagag 
gaggttacct 
aaagaaaaag 
gggcttgcta 
ggatttttat 
gcgcctgaac 
actggttgca 
ggcttcaagc 
agaaatgaaa 
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1381 
1441 
1501 
1561 
1621 
1681 
1741 
1801 
1861 
1921 
1981 
2041 
2101 
2161 
2221 
2281 
2341 



tcaggcagca 
agaaaagaac 
gaactaaaaa 
ttgcctctct 
gggaagttgc 
cctgaagtag 
catgaagaac 
gaagcagcag 
agccatgcag 
tctcctgggc 
gactactgta 
gacaagtatg 
gtttgggagg 
actggctctt 
aatttccgtg 
agaatcagta 
aaaa 



cattagatgg 
aacagcgact 
agactgaact 
ttggtgccat 
cacccaagcg 
aggaggagga 
gagtggagga 
tggagcaccc 
caccagcgaa 
ctggcaaatt 
tatgggtccc 
gctactgatt 
aaacatcaag 
tcttctgtat 
tttatattta 
aagaggcatg 



ggtgtcccgg 
taaagggtta 
tcagactaca 
gaaaggagga 
tccagaactc 
ggaagaggaa 
tggaggtgtc 
gagtgctccc 
tgaatataaa 
tccacccatc 
acgtgaaggt 
ggctcagagt 
tcatggccag 
ccctggtttc 
agtgtttgtg 
acccattatg 



aagaaacttc 
ataaaacttg 
aatgcagaaa 
agcaaattca 
cctccagctt 
gaggaggagg 
aggcttcttc 
tcagagccct 
caagacagag 
ctttcttcca 
caaagtggag 
cccaaaggaa 
gaatcagatg 
ctataactcc 
tatatatgta 
tacaaaaaaa 



acctgaggac 
taaagccggc 
acaaaactaa 
aattaaaaac 
taatgcaaat 
aggagaaagt 
aggagcctga 
cgtgctccaa 
atgagccgaa 
aatatcgtga 
atggcagaac 
gaccatgtgg 
accgtttgta 
ctgcccattg 
aaaaaagagc 
aaaaaaaaaa 



ttttgaacta 
agagatccca 
gaaacttgca 
tgggacagta 
gaaggatgaa 
gaaggaggag 
gctggagctg 
ggagactaaa 
gaaaaagaaa 
ggatgaccca 
ccatcttaat 
accgcaggat 
aaatctggtg 
gattctcctc 
catgtacact 
aaaaaaaaaa 
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LOCUS 

DEFINITION 

ACCESSION 

PID 

VERSION 
DBSOURCE 
KEYWORDS 
SOURCE 

ORGANISM 



14-AUG-2000 



REFERENCE 
AUTHORS 
TITLE 

JOURNAL 
MEDLINE 
PUBMED 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 
FEATURES 

source 



Protein 



AAB88191 507 aa ROD 

kanadaptin [Mus musculus] . 

AAB88191 

g2661090 

AAB88191.1 GI:2661090 

locus AF035526 accession AF035526.1 



house mouse. 
Mus musculus 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Rodentia; Sciurognathi ; Muridae; Murinae; Mus. 

1 (residues 1 to 507) 

Chen, J., Vijayakumar, S. , Li,X. and Al-Awqati, Q. 

Kanadaptin is a protein that interacts with the kidney but not the 
erythroid form of band 3 

J. Biol. Chem. 273 (2), 1038-1043 (1998) 

98086280 

9422766 

2 (residues 1 
Chen, J., Li,X. 



CDS 



to 507) 

Vi jayakumar, S . and Al-Awqati, Q. 
Direct Submission 

Submitted ( 21-NOV-1997 ) Medicine, Columbia University, 630W 168th 
Street, New York, NY 10032, USA 
Method: conceptual translation. 

Location /Qualifiers 

1. .507 

/organism="Mus musculus" 
/db__xref="taxon: 10090" 
/t is sue_type=" kidney" 
1. .507 

/product =" kanadaptin" 
1. .507 

/coded by="AF035526. 1:535. .2058" 



ORIGIN 



// 



1 mrfggstrlf ilqgpeedre aeseltvtql kelrkqqqil lekkmlgeds deeeeantte 

61 gkssrsgqdd elgctwgmge davedeaeen pialdfqqdr eafyikdpkk alqgffdreg 

121 eeleyefdeq ghstwlcrvr lpvddstgkq lvaeaihsgk kkeamvqcsl eacrvldtlg 

181 llrqeavsrk rkaknweded fydsdddtfl drtglvekkr lnrmkkagkl dekpetfesl 

241 vaklndaere laeiserlka sskvlsepss qdsldafmse mksgstldgv srkklhlrtf 

301 elrkeqqrlk gliklvkpae ipelkktelq ttnaenktkk lalplfgamk ggskfklktg 

361 tvgklppkrp elppalmqmk depeveeeee eeeeeeekvk eeheervedg gvrllqepel 

421 eleaavehps apsepscske tkshaapane ykqdrdepkk kkspgpgkfp pilsskyred 

4 81 dpdyciwvpr egqsgdgrth lndkygy 



1 of 1 



